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3 <110> APPLICANT: Slamon, Dennis J. 

4 Anderson, Lee A. 

5 Ginther, Charles L. 

6 The Regents of the University of California 

8 <120> TITLE OF INVENTION: Amplified and Overexpressed Gene in Colorectal Cancers 
10 <130> FILE REFERENCE: 023070- 129910US 

12 <140> CURRENT APPLICATION NUMBER: US 10/539,868 

13 <141> CURRENT FILING DATE: 2005-06-16 

15 <150> PRIOR APPLICATION NUMBER: US 10/346,367 

16 <151> PRIOIi r 7 LING DATE: 2003-01-15 

18 <150> PRIOR APPLICATION NUMBER: WO PCT/US04/ 01153 

19 <151> PRIOR FILING DATE: 2004-01-15 
21 <160> NUMBER OF SEQ ID NOS : 28 
23 <170> SOFTWARE: Patentln Ver. 2.1 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 1605 
2 7 <212> TYPE: DNA 

2 8 <213> ORGANISM: Homo sapiens 

30 <220> FEATURE: 

31 <223> OTHER INFORMATION: 26#77 protein 

33 <400> SEQUENCE: 1 

34 ctttgggggt ttgctgctgg ctctgactcc cgtcctgcga 

35 atccccaaga ggcatgaact ggtgaagggg ccgaagaagg 

36 gctgaattag tggcccaatg gaactattgt actctaagtc 

3 7 atagttgcct gtgaacttgg cagactttat aacaaagatg 
3 8 gacaaatctg cagaaaaggc tcttgggaag gcagcatctc 

39 gtgacagagc tgaagctttc tgataatcct gcctgggaag 

40 ggtgacaagc acgatgacct ccagcgggcg cgtttcatct 

41 atgaacggcc gacacaggtt ctgcttcctt cggtgctgcg 

42 gccttgaaag agataaaagc ggaagtttgc cacacgtgtg 

43 gatgtcatcg tgctcaatgg caccaaggag gatgtggacg 

44 gagagaaggc tgagagcgaa gctggaaaag aaaacaaaga 

45 gtttcaaaac cagatgtcag tgaagaagcc ccagggccat 

46 cctgaagagg ccagccttga ttctagagag aagaaaacca 

47 gcaatgaatg agagctcttc tggaaaagct gggaagcctc 

48 tccatcgctg acagtgaaga atcggaggcc tacaagtccc 

49 gccaagcgct ccaaggagga gtctgcccac tgggtcaccc 

50 agcccgcact gccaccgctc ctgccccaga aggttgttta 

51 ctttgtgcct ctgagtgcgc tgctgtgtgt tctctctata 

52 cctggccagc cttcaagctg gtgtggccac tcttgatgtg 

53 ggacatggga ggggctgcac agtggcccga ggtcatgctt 

54 ttggtccttt ccatggccag gaagccctgt gggctgcact 

55 gagactccag agtcctcacc ggtgcagagt tggcacatat 



tgggttgcga cgggggaaca 60 
ttgagaaggt cgacaaagat 12 0 
aggaaatatt aagacgacca 180 
ccgtcattga atttctcttg 240 
acattaaaag cattaagaat 300 
gggataaagg aaacactaaa 360 
gccccgttgt gggcctggag 420 
gctgtgtgtt ttctgagcga 480 
gggctgcctt ccaggaggat 540 
tgctgaagac aaggatggag 600 
aacccaaggc agcagagtct 660 
caaaagttaa gacagggaag 720 
acttggctcc caaaagcaca 780 
cgtgtggagc cacaaagagg 840 
tctttaccac tcacagctcc 900 
acacgtccta ctgcttctga 960 
gtttccacgt aggcaggtcg 102 0 
gttctgcgtc ataaagctgt 1080 
aggcgtgtcg gttccagggg 1140 
gcttccacct gcaggtgcat 1200 
ttttatgctt gcagtagcaa 1260 
taattaacta aaattctaat 1320 
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56 gatcttgcta ccagcaataa atcaagtagg ccaagtgaaa ctgggcttta aaaaggatgg 1380 

57 atttcaaata cactgtgccc actagaagct tcgaagggcc tcgtccctct gctacagccc 1440 

58 tgggaggagc caggatcctt gttggtctag ctaaatactg ttaggggagt gtgccccatc 1500 

59 tcatcatttc gaagatagca gagtcatagt tgggcacccg gtgattgggt tcaaaaataa 1560 

60 agctggtctg cctcttctca aaaaaaaaaa aaagaaaaaa aaaaa 1605 

63 <210> SEQ ID NO: 2 

64 <211> LENGTH: 306 

65 <212> TYPE: PRT 

66 <213> ORGANISM: Homo sapiens 

68 <220> FEATURE: 

69 <223> OTHER INFORMATION: 26#77 protein 
71 <400> SEQUENCE: 2 
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127 290 295 300 

12 9 Cys Phe 
130 305 

133 <210> SEQ ID NO: 3 

134 <211> LENGTH: 2211 

135 <212> TYPE: DNA 

136 <213> ORGANISM: Homo sapiens 

138 <220> FEATURE: 

139 <223> OTHER INFORMATION: copine 1 (CPNE 1, CPN1) protein 

141 <400> SEQUENCE: 3 

142 ggcgaaggct ttgtagagtt cagaaatgag gctgactata aggctgctct gtgtcgtcat 60 

143 aaacagtaca tgggcaatcg ctttattcaa gttcatccaa ttactaagaa aggtatgcta 12 0 

144 gaaaagatag atatgattcg aaaaagactg cagaacttca gctatgacca gagggaaatg 180 

145 atactaaatc cagaggggga tgtcaactct gccaaagtct gtgcccacat aacaaatatt 240 

146 ccattcagca ttacaaagat ggatgttctt cagttcctag aaggaatccc agtggatgaa 300 

147 aatgctgtac atgttcttgt tgataacaat gggcaaggtc taggacaggc attggttcag 360 

148 tttaaaaatg aagatgatgc acatggccca ctgcgtgacc ttggttcagc tgtccatttc 420 

149 ctgtgaccat ctcattgaca aggacatcgg ctccaagtct gacccactct gcgtcctttt 480 

150 e,cagsatcjtg ggagggggca gotgggctga gcttggccgg actgaacggg fcgcggaactg 54.Q . 

151 cteaagcect gagttcteca agactetaca gcctgagtac cgccttgaga cagtccagaa 600 

152 gctacgcttt ggaatctatg acatagacaa caagacgcca gagctgaggg atgatgactt 660 

153 cctagggggt gctgagtgtt ccctaggaca gattgtgtcc agccaggtac tgactctccc 72 0 

154 cttgatgctg aagcctggaa aacctgctgg gcgggggacc atcacggtct cagctcagga 780 

155 attaaaggac aatcgtgtag taaccatgga ggtagaggcc agaaacctag ataagaagga 840 

156 cttcctggga aaatcagatc catttctgga gttcttccgc cagggtgatg ggaaatggca 900 

157 cctggtgtac agatctgagg tcatcaagaa caacctgaac cctacatgga agcgtttctc 960 

158 agtccccgtt cagcatttct gtggtgggaa ccccagcaca cccatccagg tgcaatgctc 1020 

159 cgattatgac agtgacgggt cacatgatct catcggtacc ttccacacca gcttggccca 1080 

160 gctgcaggca gtcccggctg agtttgaatg catccaccct gagaagcagc agaaaaagaa 1140 

161 aagctacaag aactctggaa ctatccgtgt caagatttgt cgggtagaaa cagagtactc 1200 

162 ctttctggac tatgtgatgg gaggctgtca gatcaacttc actgtgggcg tggacttcac 1260 

163 tggctccaat ggagacccct cctcacctga ctccctacac tacctgagtc caacaggggt 132 0 

164 caatgagtac ctgatggcac tgtggagtgt gggcagcgtg gttcaggact atgactcaga 1380 

165 caagctgttc cctgcatttg gatttggggc ccaggttccc cctgactggc aggtctcgca 1440 

166 tgaatttgcc ttgaatttca accccagtaa cccctactgt gcaggcatcc agggcattgt 1500 

167 ggatgcctac cgccaagccc tgccccaagt tcgcctctat ggccctacca actttgcacc 1560 

168 catcatcaac catgtggcca ggtttgcagc ccaggctgca catcagggga ctgcctcgca 1620 

169 atacttcatg ctgttgctgc tgactgatgg tgctgtgacg gatgtggaag ccacacgtga 1680 

170 ggctgtggtg cgtgcctcga acctgcccat gtcagtgatc attgtgggtg tgggtggtgc 1740 

171 tgactttgag gccatggagc agctggacgc tgatggtgga cccctgcata cacgttctgg 1800 

172 gcaggctgct gcccgcgaca ttgtgcagtt tgtaccctac cgccggttcc agaatgcccc 1860 

173 tcgggaggca ttggcacaga ccgtgctcgc agaagtgccc acacaactgg tctcatactt 1920 

174 cagggcccag ggttgggccc cgctcaagcc acttccaccc tcagccaagg atcctgcaca 1980 

175 ggccccccag gcctaggttc ccttggaggc tgtggcaagt cctcaatcct gtgtcccaga 2040 

176 ggtccctctg ggccacaacc caacccttct cactctcctc agtgctagca ctttgtattt 2100 

177 tttgatactt ttatacttgt ttctgctttt gctgctcttg atcccacctt tgctcctgac 2160 

178 aaccctcatt caataaagac cagtgaagac caaaaaaaaa aaaaaaaaaa a 2211 

181 <210> SEQ ID NO: 4 

182 <211> LENGTH: 537 
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290 530 535 

293 <210> SEQ ID NO: 5 

294 <211> LENGTH: 1114 

2 95 <212> TYPE: DNA 

296 <213> ORGANISM: Homo sapiens 

298 <220> FEATURE: 

299 <223> OTHER INFORMATION: integrin B4 binding protein (ITGB4BP) 

301 <400> SEQUENCE: 5 

302 aacggaaacc tttttaggga gtccaaggta cagtcgccgc gtgcggagct tgttactggt 60 

3 03 tacttggcct catggcggtc cgagcttcgt tcgagaacaa ctgtgagatc ggctgctttg 12 0 

304 ccaagctcac caacacctac tgtctggtag cgatcggagg ctcagagaac ttctacagtg 180 

305 tgttcgaggg cgagctctcc gataccatcc ccgtggtgca cgcgtctatc gccggctgcc 240 

306 gcatcatcgg gcgcatgtgt gtggggaaca ggcacggtct cctggtaccc aacaatacca 300 

307 ccgaccagga gctgcaacac attcgcaaca gcctcccaga cacagtgcag attaggcggg 360 

308 tggaggagcg gctctcagcc ttgggcaatg tcaccacctg caatgactac gtggccttgg 420 

309 tccacccaga cttggacagg gagacagaag aaattctggc agatgtgctc aaggtggaag 480 

310 tcttcagaca gacagtggcc gaccaggtgc tagtaggaag ctactgtgtc ttcagcaatc 540 

311 agggagggct ggtgcatccc aagacttcaa ttgaagacca ggatgagctg tcctctcttc 600 

312 ttcaagtccc ccttgtggcg gggactgtga accgaggcag tgaggtgatt gctgctggga 660 

313 tggtggtgaa tgactggtgt gccttctgtg gcctggacac aaccagcaca gagctgtcag 720 

314 tggtggagag tgtcttcaag ctgaatgaag cccagcctag caccattgcc accagcatgc 780 

31 5 gggattccct cattgacagc ctcacctgag tcaccttcca agttgttcca tgggctcctg 840 

316 gctctggact gtggccaacc ttctccacat tccgcccaat ctgtaccgga tgctggcagg 900 

317 gaggtggcag agagctcact gggactgagg ggctgggcac ccaacccttt tccacctgtg 960 

318 cttatcgcct ggatctatca ttactgcaaa aacctgctct gttgtgctgg ctggcaggcc 1020 

319 ctgtggctgc tggctgaggg ttctgctgtc ctgtgccacc ccattaaagt gcagttccct 1080 
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